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Micronutrient deﬁciencies, especially those arising from zinc (Zn) and iron (Fe), pose serious human
health problems for more than 2 billion people worldwide. Wheat is a major source of dietary energy and
protein for the world’s growing population, and its potential to assist in reducing micronutrient-related
malnutrition can be enhanced via integration of agronomic fertilization practices and delivery of
genetically-manipulated, micronutrient rich wheat varieties. Targeted breeding for these biofortiﬁed
varieties was initiated by exploiting available genetic diversity for Zn and Fe from wild relatives of
cultivated wheat and synthetic hexaploid progenitors. The proof-of-concept results from the performance of competitive biofortiﬁed wheat lines showed good adaptation in target environments without
compromising essential core agronomic traits. Agronomic biofortiﬁcation through fertilizer approaches
could complement the existing breeding approach; for instance, foliar application of Zn fertilizer can
increase grain Zn above the breeding target set by nutritionists. This review synthesizes the progress
made in genetic and agronomic biofortiﬁcation strategies for Zn and Fe enrichment of wheat.
Ó 2013 Elsevier Ltd. All rights reserved.
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1. Introduction
Dietary deﬁciency of essential micronutrients such as zinc (Zn)
and iron (Fe) affects more than two billion people worldwide
(White and Broadley, 2009; WHO, 2012), mostly pregnant women
and children below the age of ﬁve who suffer from severe acute
malnutrition. In many parts of the world, micronutrient deﬁciency
is a more widespread problem than poor dietary quality and low
energy intake (Stewart et al., 2010), and about 20% of deaths in
children under ﬁve can be attributed to vitamin A, Zn, Fe, and/or I
deﬁciency (Prentice et al., 2008). In countries with a high incidence
of micronutrient deﬁciencies, cereal-based foods represent the
largest proportion of the daily diet (Cakmak et al., 2010a; Bouis
et al., 2011). The Harvest Plus initiative of the CGIAR consortium
is working with national and international partners to alleviate
deﬁciencies of these mineral nutrients by biofortifying staple food
crops with essential minerals and vitamins; an approach considered to be the most economical solution to human micronutrient

Abbreviations: CENEB, Campo Experimental Normal E Borlaug; CIMMYT, Centro
Internacional de Mejoramiento de Maiz y Trigo; Fe, iron; G  E, genotype by
environment interaction; HPYT, HarvestPlus Yield Trial; QTL, quantitative trait loci;
Zn, zinc.
* Corresponding author. Tel.: þ52 5558042004; fax: þ52 5558047558.
E-mail address: velu@cgiar.org (G. Velu).
0733-5210/$ e see front matter Ó 2013 Elsevier Ltd. All rights reserved.
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deﬁciency (Welch and Graham, 2004; Bouis, 2007; Cakmak, 2008;
Peleg et al., 2009).
Biofortiﬁed staple foods may not deliver equally high levels of
minerals and vitamins per day, compared to supplements or fortiﬁed food products, but they can increase micronutrient intake for
the resource-poor people who consume them daily, and therefore
complement existing approaches (Bouis et al., 2011). One common
agricultural strategy is the agronomic approach using micronutrient fertilizers, but this involves some technology and costs. On
the other hand, crop biofortiﬁcation via traditional cross breeding
offers a sustainable and low-cost way to provide essential micronutrients to people in both developing and developed countries
(Graham et al., 2007). Genetic biofortiﬁcation involves classical
breeding approaches to characterize and exploit genetic variation
for mineral content, as well as new approaches involving gene
discovery and marker assisted breeding (Grusak, 2002). It is expected that adoption of micronutrient-dense wheat varieties will
be driven by their improved agronomic properties, higher yield
potential, resistance to new strains of rusts, and tolerance to
climate change induced heat and drought stresses. The provision of
wheat grains with higher micronutrient levels is a challenging
task for wheat breeders, but one that would complement the use
of supplemental fertilizers, particularly on soils inherently
low in these nutrients. This review synthesizes the progress
made in wheat biofortiﬁcation approaches, including genetic and
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Table 1
Variation for Zn concentration in bread wheat, durum wheat, and their wild relatives, documented in various studies.
Germplasm

Bread wheat
Bread wheat
Triticum boeticum
Bread wheat
All wheats
Durum wheat
Hard red winter
wheat
Triticum dicoccoides
Spring and winter
wheat
Bread wheat
Durum wheat
Einkorn wheat
Emmer wheat
Triticum spelta
Winter wheat
Durum wheat
(old)
Durum wheat
(modern)
Durum wheat
(advanced)
Wild emmer
wheat
Bread wheat
(advanced)
Bread wheat
(advanced)
Bread wheat
(advanced)
Bread wheat
(advanced)

Number of Zn concentration (mg/kg) Source
genotypes
Mean
Range
25
132
12
8
>3000
65
1605

26e32

89
26

21
33.3

25e53
45e177
23e28
16e142
17e28
14.3e74.4

518

61

30e98

66

28

20e32

150
10
5
5
5
137
10

21.4
21.4
22.4
22.8
22.9
31.6
36.4

13.5e34.5
14.0e26.9
20.1e27.8
15.8e30.3
16.8e28.0
11.7e64.0
33.7e41.4

57

33.9

28.5e46.3

17

32.7

29.1e40.9

19

39e115

Pomeranz and
Dikeman, 1983
Graham et al., 1999
Cakmak et al., 2000
Monasterio and
Graham, 2000
Cakmak et al., 2001
Eugene et al., 2002
Cakmak et al.,
2004a,b
Morgounov
et al., 2007
Zhao et al., 2009

Karami et al., 2009
Ficco et al., 2009

20

33.6

32.6e34.8

Gomez-Becerra
et al. 2010
Joshi et al., 2010

1300

30.5

23e52

Velu et al., 2011a

600

30.4

16.9e60.8

Velu et al., 2011b

40

32.5

29.0e39.5

Velu et al., 2012

agronomic biofortiﬁcation strategies by traditional cross breeding
and fertilizer management strategies, respectively.
2. Genetic bioforticiation
Genetic biofortiﬁcation is a strategy that uses plant breeding
techniques to produce staple food crops with higher micronutrient
levels, reducing levels of anti-nutrients and increasing the levels of
substances that promote nutrient absorption (Bouis, 2003). It offers
a sustainable solution to malnutrition problems by exploring natural genetic variation to develop mineral-dense crop varieties
(Pfeiffer and McClafferty, 2007). Plant breeders screen existing accessions in global germplasm banks to determine whether sufﬁcient genetic variation exists to breed for a particular trait. They
then selectively breed nutritious cultivars of major staples, rich in
Zn and Fe concentrations and with substances that promote the
bioavailability of Zn and Fe.
2.1. Germplasm screening
Germplasm screening of wheat and its wild relatives has
revealed substantial genetic variation for grain Fe and Zn concentrations (Cakmak et al., 2000). More than 3000 germplasm accessions, including hexaploid, tetraploid, and diploid sources from the
International Maize and Wheat Improvement Center (CIMMYT)
gene bank have been screened for Zn and Fe variation (Monasterio
and Graham, 2000). Materials with the highest Zn and Fe

concentrations are progenitors of wheat such as einkorn wheat and
wild emmer wheat, and landraces (Cakmak et al., 2000; OrtizMonasterio et al., 2007). Unfortunately little variation exists in
improved adapted wheat varieties. Researchers therefore focused
on a more in-depth evaluation of wheat landraces (Monasterio and
Graham, 2000) and, then, the secondary gene pool, i.e. tetraploid
and diploid progenitors of hexaploid wheat, was evaluated for
micronutrient concentration. Triticum dicoccoides, Aegilops tauschii,
Triticum monococcum, and Triticum boeticum were among the most
promising sources of high Fe and Zn grain concentration (Cakmak
et al., 2000). Some of these genotypes gave Zn values up to
142 mg/kg, but these high Zn values may have been inﬂuenced by
the previous application of manure at some locations (Table 1). In
case of T. dicoccoides genetic variation for Zn was substantial. In a
T. dicoccoides germplasm covering 518 lines, Zn concentrations
ranged between 30 and 98 mg/kg (Cakmak et al., 2004a,b). Another
study of a set of high yielding genotypes showed Zn values of 15e
35 mg/kg and Fe concentrations of 20e60 mg/kg (Oury et al., 2006).
Several hundreds of CIMMYT core-collection accessions were
screened for Zn and Fe nearly a decade ago, resulting in the identiﬁcation of Triticum turgidum ssp. dicoccum accessions with
elevated Zn and Fe levels. These tetraploids were used to develop
synthetic hexaploid wheats in the CIMMYT wide-crossing unit, and
those stocks (T. turgidum ssp. dicoccum/Ae. tauschii) entered the
wheat breeding program at CIMMYT (Ortiz-Monasterio et al.,
2007).
2.2. Breeding target and target population
General estimates of breeding targets for Fe and Zn were derived
based on the expected bioavailability percentage, daily intake of
wheat per capita, type of food preparation, and estimated average
requirements (EAR). The preliminary breeding target for primary
target countries of Pakistan and northern India is to increase Fe and
Zn levels by 25 and 10 mg/kg, respectively, above the baseline,
which is the mean of popular varieties currently grown in the region. Within the wider gene pool, there is sufﬁcient genetic variability for Zn concentration to develop wheat varieties with
increased Zn levels in the grain (Table 1). There is also promising
genetic variability for Fe, but due to its lower bioavailability, the
target levels for Fe need to be high, and achieving them may not be
easy. Our review therefore focuses primarily on Zn improvement,
though several studies have shown signiﬁcant positive associations
between Zn and Fe. Fe data is therefore provided where necessary
or relevant.
2.3. Breeding strategies
In the past 50 years, the primary objective of modern wheat
breeding programs has been to increase productivity by increasing
yields. This has been achieved largely by selecting for resistance to
diseases, short plant height, and increased biomass and harvest
index, among other essential traits (Ortiz et al., 2007; Trethowan
et al., 2007). Further yield increases are essential to feed the
world’s growing population. However, the nutritional composition
of staple crops, especially micronutrients and protein quality, is
equally important but often overlooked.
Studies have demonstrated genotypic variation in wheat grain
Zn concentration (Table 1), and the available genetic variation for
Zn is being exploited through breeding at CIMMYT, in collaboration
with national programs, in order to develop and disseminate highyielding, disease-resistant wheat varieties with signiﬁcantly
increased Zn and Fe concentrations. Past evidence has shown that
grain Zn and Fe are quantitatively inherited traits in wheat
(Trethowan et al., 2005; Trethowan, 2007). In number of
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germplasms of wild and modern wheats and also spelt wheat, very
close positive correlations between seed Zn and Fe concentrations
have shown, indicating that physiological and genetic factors
involved in Zn and Fe deposition in the seeds are same or very
similar (Cakmak et al., 2004a,b; Morgounov et al., 2007; GomezBecerra et al., 2010b). Current breeding efforts at CIMMYT have
focused on transferring genes governing increased Zn from Triticum
aestivum ssp spelta- and T.turgidum ssp dicoccon-based synthetics,
landraces, and other reported high Zn sources, to high yielding elite
wheat backgrounds. The ﬁrst proof of concept results from the 1st
HarvestPlus Yield Trial (HPYT), comprised of 40 high-yielding,
biofortiﬁed, CIMMYT-derived wheat lines tested at target environments, showed high heritability along with high genetic correlations between locations. A considerable number of entries
across diverse environments exceeded the intermediate to full
target level of Zn in trials, endorsing the feasibility of developing
competitive biofortiﬁed varieties, directly adapted to target environments, with farmer- and consumer-preferred agronomic and
end-use traits (Velu et al., 2012). During the 2011e12 crop season,
the 2nd HPYT trial of 50 biofortiﬁed wheat lines deployed in target
environments identiﬁed 6-7 ‘best bets’, with grain Zn 75e150%
above checks, along with higher yield potential, resistance to rusts,
and preferred end-use quality traits. This indicates a positive trend
over the years for the emergence of candidate varieties with high
Zn and essential agronomic features (Velu and Singh, 2013).
2.4. Precision phenotyping
Several soil and environmental variables such as pH, temperature, radiation, precipitation, organic matter, and soil texture have
the potential to inﬂuence concentration and solubility of micronutrients to plant roots (Tisdale and Nelson, 1975; Cakmak, 2008;
Joshi et al., 2010). Precision phenotyping is a vital tool in breeding
wheat germplasm with stable and high Zn concentration. Early and
advanced generation materials should be evaluated in locations
where soil Zn is homogeneous and not limiting. This can be achieved in at least two ways: (1) by applying a high rate of Zn fertilizer
to homogenize the area and ensure that Zn is not limiting; and (2)
by identifying areas that are naturally homogeneous, with nonlimiting levels of soil Zn. The latter may be done by planting a
systematic check cultivar in a given area and developing maps
using geo-statistics that show variability for Zn grain concentration
(Ortiz-Monasterio et al., 2010). It is important to maintain an
adequate amount of available Zn and Fe in the soil during the crop
growth period. Soil application of Zn-containing fertilizers may
improve grain Zn concentrations in wheat depending on the
severity of Zn deﬁciency in soil (Cakmak, 2008; Zou et al., 2012); for
example, soil application of ZnSO4 at the CENEB experimental
station in Sonora, northwest Mexico, more than doubled grain Zn
concentrations and reduced the soil Zn heterogeneity. Similar increases in grain Zn concentration following soil Zn applications
have also been observed in other parts of the world (Cakmak et al.,
2010a).
2.5. High throughput screening methodology
Selecting genotypes with higher micronutrient concentrations
requires fast, accurate, and inexpensive methods of identifying
nutrient dense genotypes. Traditionally, elemental analysis was
conducted using inductively coupled plasma-optical emission
spectrometry (ICP-OES) (Zarcinas et al., 1987), but this method requires expensive equipment, highly trained analysts, contamination free reagents, and extensive sample preparation. Consequently,
many biofortiﬁcation programs, especially those in more remote
locations, have not been able to conduct their own analyses and
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have had to send samples to better-equipped laboratories
elsewhere.
Alternative, colorimetric approaches have been developed for
Zn and Fe analysis in different cereal crops (Prom-u-thai et al.,
2003; Ozturk et al., 2006; Choi et al., 2007; Velu et al., 2006,
2008). Though simpler to perform than ICP-based methods, these
approaches are only semi-quantitative and laborious when applied
in large scale screens. Furthermore, energy-dispersive X-ray ﬂuorescence spectrometry (EDXRF) was standardized by Paltridge et al.
(2012) for measuring Zn, Fe, and selenium (Se) concentrations in
whole grain wheat. The high throughput, low cost XRF screening
technique allows screening large number of breeding lines to
discard low Zn/Fe lines and the selected high Zn/Fe lines could be
tested with ICP for conﬁrmation. The promising genotypes with
signiﬁcantly high Zn and Fe levels along with other essential
agronomic features will be considered for large scale multilocational testing and variety release.
2.6. Genotype  environment (G  E) interaction
Breeding for high Zn concentration is complicated by environmental conditions, particularly soil composition (Trethowan, 2007).
Therefore, despite advances in breeding for uptake efﬁciency or
mobilization to the grain, grain Zn concentration is limited by Zn
availability in the soil (Ortiz-Monasterio et al., 2007; OrtizMonasterio et al., 2011). Signiﬁcant genotype  location interactions have been observed for Zn and Fe in wild and improved
wheat cultivars (Oury et al., 2006; Ortiz-Monasterio et al., 2007;
Trethowan, 2007; Gomez-Beccara et al., 2010a). The best high Zn
lines developed at CIMMYT, Mexico, and evaluated in a multilocation trial in India’s Eastern Gangetic Plains (EGP), revealed
that wheat grain Zn concentrations were highly unstable (Joshi
et al., 2010) as the performance of the elite lines varied across locations and years. Another reason for greater G  E interaction for
Zn concentration may be its quantitative inheritance, as reported in
maize and rice (Gregorio et al., 2000; Long et al., 2004). Other reports also suggest quantitative control in wheat (Trethowan, 2007).
A recent study tested biofortiﬁed wheat lines at multiple locations
in South Asia and revealed high heritability and high genetic correlation between locations for grain Zn, suggesting that G  E may
not be a serious issue in breeding high Zn wheat genotypes (Velu
et al., 2012).
2.7. Associations between micronutrients and protein
Understanding the associations between micronutrients and
grain yield, plant height, grain size, and end-use quality parameters
would facilitate the selection of mineral dense progenies through
breeding with desired phenological and consumer preferred traits.
As indicated above, previous studies have indicated that grain Zn
and Fe are positively correlated in wheat (Morgounov et al., 2007;
Peleg et al., 2009; Genc et al., 2009; Zhang et al., 2010; GomezBecerra et al., 2010b; Velu et al., 2011a, 2011b, 2012), implying
that the alleles for Zn and Fe deposition in the grain co-segregate or
pleiotropic, and therefore that Zn and Fe can be improved simultaneously. Further studies have shown that Zn and Fe in the ﬂag
leaves of Aegilops species are positively correlated with grain Zn
and Fe (Rawat et al., 2009a, 2009b). More studies are needed to
deﬁne these relationships before we begin using ﬂag leafs for indirect selection of plants with signiﬁcantly high grain Zn and Fe in
breeding programs.
There was no negative linkage of grain Zn and Fe with grain yield
(Graham et al., 1999; Welch and Graham, 2004; Velu et al., 2012).
On contrary, some reports showed slightly negative association
between Zn and grain yield in wheat (Morgounov et al., 2007; Peleg
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et al., 2009; Zhao et al., 2009; Gomez-Becerra et al., 2010a).
Furthermore, there seems to be no correlation between thousand
grain weight and grain Zn in adapted wheat lines (Velu et al., 2012),
suggesting no concentration effect due to small grain size; however, there is a signiﬁcant negative correlation in unadapted wheat
(Morgounov et al., 2007). Signiﬁcant positive correlations were
found between grain protein with Zn and Fe concentrations (Oury
et al., 2006; Morgounov et al., 2007; Peleg et al., 2008; Zhao
et al., 2009; Velu et al., 2011a,b). A very strong correlation between grain Zn and grain protein was also shown previously
(Peterson et al., 1986; Feil and Fossati, 1995), indicating that grain
Zn, Fe, and protein might have the same genetic base to some
extent, and could be simultaneously improved by breeding (Welch
and Graham, 2004). Recent publications indicate that nitrogen (N)
nutritional status of plants has also positive effects on root uptake
and shoot transport, retranslocation from vegetative tissues into
seed and seed allocation of Zn and Fe (Aciksoz et al., 2011a; Kutman
et al., 2010; Erenoglu et al., 2011). Experiments on wheat showed
that increasing soil or foliar application of N was highly effective in
improving root uptake and shoots and grain accumulation of Zn
and Fe (Aciksoz et al., 2011a; Kutman et al., 2011). For example,
under high N supply, around 60% of total shoot Fe was allocated into
seeds, while in case of low N supply this value was around 38%
(Kutman et al., 2011). In a radiolabeled experiment with 65Zn in
wheat, soaking ﬂag leaves into 65Zn-labelled ZnSO4 solution
showed that plants with high N translocated more 65Zn from ﬂag
leaves into seeds than the plants with low N supply (Erenoglu et al.,
2011). Cereals are known to release Zn- or Fe-mobilizing compounds from roots, so-called phytosiderohores, when they suffer
from Fe or Zn deﬁciency (Cakmak et al., 1994). Phytosiderophores
play a critical role in Zn and Fe uptake of plants (Murata et al., 2006;
Suzuki et al., 2006). Release of phytosiderophores from roots and
root uptake of Fe-complexed phytosiderophores were found to be
promoted by improving N nutritional status of wheat plants
(Aciksoz et al., 2011b). It seems that the N nutritional status of
plants is an important factor in improving root uptake, shoot
transport and seed accumulation of Zn and Fe. Most probably, the
activity and pool of Fe and Zn transporter proteins and the level of
Zn- and Feecomplexing compounds for transport such as amino
acids and nicotianamine are positively affected by improving N
status of plants (Cakmak et al., 2010a,b). Therefore, N fertilization
might inﬂuence directly or indirectly to Zn and other micronutrients uptake and translocation, hence a special attention
should be paid to the N status of plants and N fertilization regime in
enrichment of food crops with Zn and Fe and in related breeding
programs.
Signiﬁcant negative correlations have been observed between
glutenin content and Zn and Fe concentrations (Gomez-Becerra
et al., 2010a); strong negative signiﬁcant correlations occurred
between Fe and plant height, and Fe and glutenin content, indicating that shorter plants with lower glutenin content favor higher
grain-Fe concentration.
2.8. Gene discovery
By identifying molecular markers linked to loci determining
variation for micronutrients, we can select favorable genotypes
without having to determine mineral levels in ﬁeld conditions.
Only a few studies have identiﬁed quantitative trait loci (QTL)
linked to Zn in cereals. Wild emmer wheat holds rich allelic diversity including for grain Zn and Fe concentrations (Xie and Nevo,
2008). A major locus GPC-B1 (250 kb-locus), mapped as a simple
Mendelian locus (Distelfeld et al., 2007) associated with increased
protein, Zn, and Fe from T. dicoccoides, encodes a NAC transcription
factor (NAM-B1) that accelerates senescence and increases nutrient

remobilization from leaves to grain (Uauy et al., 2006; Distelfeld
et al., 2007). Peleg et al. (2009) mapped 82 QTL for 10 different
minerals with most of the positive alleles contributed by wild
emmer and many QTLs mapped to homoeologous positions,
reﬂecting synteny between the A and B genomes. The TtNAM-B1
gene, originated from T. dicoccoides, affecting grain protein, Zn,
and Fe has been cloned (Distelfeld et al., 2007). Another QTL
mapping study conducted on diploid A-genome wheat led to the
identiﬁcation of two QTLs for grain Fe on chromosomes 2A and 7A,
and one QTL for grain Zn on chromosome 7A (Tiwari et al., 2009). In
a T. monococcum mapping population, a major QTL has been
identiﬁed on chromosome 5B that is associated with high grain
content of Zn, Fe, copper (Cu), and manganese (Mn) (Ozkan et al.,
2006). Furthermore, Singh et al. (2010) identiﬁed two QTL (QFe.pau2A and QFe.pau-7A) for Fe, and a QTL (QZn.pau-7A) for Zn, which
they transferred from Aegilops kotschyi and Ae. peregrine (both
UUSS genome species). In a doubled haploid population, four QTLs
for grain Zn concentration and a single QTL for grain Fe concentration were identiﬁed (Genc et al., 2009). Major QTLs that
described 92% of the genetic variation in grain Zn concentration
were located on chromosomes 3D, 4B, 6B, and 7A.. A recent study of
a Chinese winter wheat population evaluated under two different
environments revealed nine additive and four epistatic QTLs,
among which six additive QTLs and all of the four epistatic QTLs
were effective in the two environments. A locus affecting both Zn
and Fe was found on chromosome 5A, as well as two loci on
chromosomes 4B and 5A that affected grain Zn and Fe concentrations, respectively, indicating a common genetic basis for both
traits. The locus on chromosome 5A for grain Fe and protein concentrations was co-located with QTLs controlling the same traits in
a previous study near the marker Xgwm154 (Peleg et al., 2009). The
marker interval Xcfd21641-NP21.1 on chromosome 6A may be an
ortholog of Gpc-B1. The QTLs identiﬁed from these studies will
facilitate better understanding of the genetic basis of grain Zn, Fe,
and the molecular markers closely linked to the QTLs can be used in
large scale marker assisted breeding (Xu et al., 2012).
3. Agronomic biofortiﬁcation
Soil Zn deﬁciency in major wheat growing areas leads to
inherently low grain Zn concentration and is considered as a major
factor in low human Zn intake (Alloway, 2009). Compared to the
breeding approach, agronomic biofortiﬁcation (e.g. application of
Zn fertilizers) represents a short-term solution to the problem
(Cakmak, 2008). Soil Zn applications are, however, less effective in
increasing grain Zn, while foliar Zn applications result in remarkable increases in grain Zn concentration in wheat (Cakmak et al.,
2010a,b). By optimizing the timing and the solute concentration
of foliar Zn application, wheat grain Zn concentration could be
further increased, not only in whole grains but also in the endosperm (Cakmak et al., 2010b; Zhang et al., 2010). Most Zn fertilization studies have focused on increasing grain yield, though grain
Zn concentration is also starting to be addressed (Cakmak, 2009).
The various methods of Zn application may differentially inﬂuence
yield and grain Zn concentration.
Knowledge of the different forms of Zn fertilizer and timing of
foliar Zn application is crucial for enhancing grain Zn. The most
effective method for increasing grain Zn is the soil þ foliar application method, which may result in an about 3-fold increase in
grain Zn concentration (Cakmak et al., 2010a). When a high concentration of grain Zn is targeted, in addition to a high grain yield,
combined soil and foliar application is recommended. Alternatively,
using seeds with high Zn concentrations, together with foliar
application of Zn, is also an effective way to improve both grain
yield and grain Zn concentration. Applying Zn during the grain
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development stage contributes to increased grain Zn concentration
(Zhang et al., 2010) as foliarly-applied Zn can be absorbed by the
leaf epidermis and then transported to other plant parts via the
xylem and phloem (Haslett et al., 2001).
The timing of foliar Zn application is an important factor
determining its effectiveness in increasing grain Zn concentration;
large grain Zn increases are most likely when foliar Zn fertilizers are
applied to plants at a late growth stage. Ozturk et al. (2006) studied
changes in grain Zn concentration in wheat during the reproductive
stage and found that the highest concentration of grain Zn occurs
during the milk stage of grain development. Foliar application of Zn
during reproductive growth seems to be more effective in
increasing grain Zn concentration than spraying of Zn at earlier
growth stage (Fig. 1). In addition to increasing the concentration of
Zn in the whole grain, foliar application also increased the concentration in the starchy endosperm. As shown in Fig. 1, late season
foliar application of Zn increased the concentration in the starchy
endosperm by up to 3 fold. Since the concentration of phytate in the
starchy endosperm (ie, white ﬂour) of wheat is very low, or even
not measurable (Pomeranz, 1988), such an increase in Zn inplies a
positive effect on the use of the grain for human nutrition. The
increased Zn in the starchy endosperm resulting from foliar application should also be highly bioavailable due to the low phytate
content.
Among the different forms of Zn fertilizer that were tested, the
application of Zn as ZnSO4 was most effective in increasing grain
Zn, compared to other forms of Zn. The HarvestZinc (www.
harvestzinc.org) initiative has been investigating different fertilizer strategies and the most efﬁcient Zn application method for
promoting Zn uptake and maximizing grain Zn accumulation.
Increasing grain Zn by soil and/or foliar applications also provides
additional positive impacts in terms of seed vitality and seedling
vigor. Priming seeds in Zn-containing solutions is an alternative
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way to increase seed Zn prior to sowing. High seed Zn concentrations ensure good root growth and contribute to better protection
against soil borne pathogens (Cakmak, 2012). Preliminary studies
showed that ZnSO4 could be mixed with some wheat herbicides,
insecticides and fungicides without affecting the effectiveness of
foliar application for increasing grain Zn concentration. This would
increase the possibility that farmers may be willing to apply ZnSO4
in their ﬁelds by reducing the cost and time of application (Cakmak
and Ortiz-Monasterio, unpublished results).
4. Bioavailability
The candidate biofortiﬁed wheat genotypes from CIMMYT and
its partners is being characterized for bioavailability of Zn relative
to improved Zn levels in humans, using different milling rates of
wheat grain. A feeding trial was conducted to determine the
bioavailability of Zn-biofortiﬁed wheat and control wheat in
Mexican women (Rosado et al., 2009). They found that absorption
of Zn was greater from Zn-biofortiﬁed wheat than from control
wheat, when consumed by adult women as their primary source of
energy and nutrients. Potentially valuable increases in Zn absorption were therefore achieved from biofortiﬁed wheat with high Zn.
An important consideration is the negative correlation between
phosphorus (P) and both Fe and Zn. Approximately 75% of the total
P in the wheat grain is stored as phytic acid, particularly in the germ
and aleurone layers (Lott and Spitzer, 1980). Fewer genes are
involved in the biosynthesis and metabolism of inhibitors and
promoters, compared with the uptake, transport, and deposition of
Fe and Zn. Thus, improving the bioavailability of Fe and Zn should
be much easier than increasing their concentrations in grains
(Bouis and Welch, 2010). Enhancing the promoters and decreasing
the inhibitors could improve micronutrient bioavailability (Welch
and Graham, 2004). However, breeders should be cautious of the

Fig. 1. Changes in Zn concentration of endosperm part of wheat seeds from plants sprayed with ZnSO4 at different growth stages in ﬁeld. Monitoring Zn localization in endosperm
part has been realized by using LA-ICP-MS (Laser Ablation Inductively Coupled Plasma Mass Spectrometry). Black arrow on seeds (left side) shows the studied area on the
endosperm. Distance on the x-axis shows the length of the studied endosperm section of the seeds (for more detail see Cakmak et al., 2010b; Cakmak, 2012).
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possible negative consequences of altering anti-nutrients because
of the important roles phytate and some other anti-nutrients play
in plant metoblism and human diets. Interestingly, a fertilizer
management study showed that soil Zn application increased
estimated Zn bioavailability to humans (Hussain et al., 2012).
4.1. Increased synthesis of enhancers for Zn and Fe absorption
Dietary substances that promote Zn bioavailability in the presence of anti-nutrients are also known; their levels are inﬂuenced by
both genetic and environmental factors. Inulin type-fructans are
considered as a potential enhancers for micronutrients. Several
studies in humans and animals (e.g. Scholz-Ahrens et al., 2001)
have shown that inulin and other fructans can increase the intestinal absorption of minerals. Huynh et al. (2008) measured fructan
content in 29 international wheat landraces and 14 new wheat
lines from CIMMYT. There was signiﬁcant genotypic variation
among these materials, with grain fructan content ranging from 0.7
to 2.9% of grain dry weight, with no evidence of strong G  E
interaction.
Phytases (myo-inositol hexakisphosphate phosphorylase)
represent a subgroup of phosphatases that are capable of initiating
the stepwise dephosphorylation of phytate, the most abundant
inositol phosphate in nature. Development of plants with higher
phytate-degrading activity may result in more extensive phytate
degradation in the human stomach. For example, varieties that had
greater mineral bioavailability due to improved breakdown of
phytate was related to higher phytase levels (Lopez et al., 2003).
Variability in phytase activity was studied in diverse wheat genotypes including synthetic wheats, advanced breeding lines, and
modern Indian varieties (Ram et al., 2010). There were 3.4-fold
differences in varieties developed in India and 5.9-fold variation
in synthetic hexaploids. It is interesting to note that greater variability was observed in this set of synthetic hexaploids. Synthetic
hexaploids with higher phytase levels can be used to enhance diversity in enzyme levels in bread and durum wheats. Signiﬁcant
positive correlations have been reported between native phytase
activity and phosphorus utilization and micronutrient bioavailability (Lopez et al., 2003). Wheat phytases may therefore be a good
alternative for application in food processing, where microbial
phytases are used, because of their higher acceptance among
consumers and their assumed lower allergenic potential (Greiner
and Konietzny, 2006). Therefore, successful application of higher
phytase levels in wheat can be beneﬁcial, both economically and
environmentally.
5. Conclusion
It is clear that genetic and agronomic biofortiﬁcation offer sustainable solutions to the escalating micronutrient-related malnutrition problems. Genetic and agronomic biofortiﬁcation
approaches are actually not separate solutions; they are complementary and synergistic. There is promising, substantial genetic
diversity in wild and primitive wheats, which have wide and useful
genetic variation in grain Zn. This genetic variation is being intensively exploited by wheat breeding programs to improve both the
concentration and bioavailability of Zn in modern wheat cultivars.
A wide range of wheat germplasm is being evaluated at CIMMYT for
grain Zn concentration and environmental interactions in target
environments. Based on a range of reports and survey studies, the
average grain Zn concentration of wheat in various countries
ranges between 20 and 35 mg/kg, but large genetic variation exists
for Zn in primitive and wild relatives of cultivated wheat. This
implies that sufﬁciently enough genetic variation exists within the
wheat gene pool to substantially increase grain Zn concentration. A

combination of fertilizer strategy with genetic biofortiﬁcation will
maximize the enrichment of food crop with micronutrients. Fertilizer strategies can also provide an immediate and effective option
for increasing grain Zn concentration and wheat productivity,
particularly in soils with severe Zn deﬁciency. Fertilizer practices
can be also combined with other agrochemicals, for example, using
Zn-containing N fertilizers for soil application and foliar Zn application will become feasible while combining with herbicides and
fungicides, to reduce economic and time costs. Creating awareness
among resource-poor farmers in developing world will further
enhance adoption of effective Zn application procedures.
Acknowledgments
Financial support from the HarvestPlus Challenge Program of
the CGIAR consortium is greatly appreciated. Editing assistance was
received from Emma Quilligan.
References
Aciksoz, S.B., Yazici, A., Ozturk, L., Cakmak, I., 2011a. Biofortiﬁcation of wheat with
iron through soil and foliar application of nitrogen and iron fertilizers. Plant Soil
349, 215e225.
Aciksoz, S.B., Ozturk, L., Gokmen, O.O., Roemheld, V., Cakmak, I., 2011b. Effect of
nitrogen on root release of phytosiderophores and root uptake of Fe(III)phytosiderophore in Fe-deﬁcient wheat plants. Physiol. Plant. 142, 287e296.
Alloway, B.J., 2009. Soil factors associated with zinc deﬁciency in crops and humans.
Environ. Geochem. Health 31, 537e548.
Bouis, H.E., 2003. Micronutrient fortiﬁcation of plants through plant breeding: can
it improve nutrition in man at low cost? Proceed. Nutr. Soc. 62, 403e411.
Bouis, H.E., 2007. The potential of genetically modiﬁed food crops to improve human nutrition in developing countries. J. Dev. Stud. 43, 79e96.
Bouis, H.E., Hotz, C., McClafferty, B., Meenakshi, J.V., Pfeiffer, W.H., 2011. Biofortiﬁcation: a new tool to reduce micronutrient malnutrition. Food Nutr. Bull.
32, 31Se40S.
Bouis, H.E., Welch, R.M., 2010. Biofortiﬁcation- a sustainable agricultural strategy for
reducing micronutrient malnutrition in the global South. Crop Sci. 50, 20e32.
Cakmak, I., Ozkan, H., Braun, H.-J., Welch, R.M., Romheld, V., 2000. Zinc and iron
concentrations in seeds of wild, primitive and modern wheats. Food Nutr. Bull.
21, 401e403.
Cakmak, I., Torun, A., Millet, E., Feldman, M., Fahima, T., Korol, A., Nevo, E.,
Braun, H.J., Ozkan, H., 2004a. Triticum dicoccoides: an important genetic
resource for increasing zinc and iron concentration in modern cultivated wheat.
Soil Sci. Plant Nutr. 50, 1047e1054.
Cakmak, I., 2008. Enrichment of cereal grains with zinc: agronomic or genetic
biofortiﬁcation? Plant Soil 302, 1e17.
Cakmak, I., 2009. Enrichment of fertilizers with zinc: an excellent investment for
humanity and crop production in India. J. Trace Elements Med. Biol 23, 281e289.
Cakmak, I., 2012. HarvestPlus zinc fertilizer Project: HarvestZinc. Better Crops 96,
17e19.
Cakmak, I., Gülüt, K.Y., Marschner, H., Graham, R.D., 1994. Effects of zinc and iron
deﬁciency on phytosiderophore release in wheat genotypes differing in zinc
efﬁciency. J. Plant Nutr. 17, 1e17.
Cakmak, I., Kalayci, M., Kaya, Y., Torun, A., Aydin, N., Wang, Y., Arisoy, Z., Erdem, H.,
Yazici, A., Gokmen, O., Ozturk, L., Horst, W.J., 2010b. Biofortiﬁcation and localization of zinc in wheat grain. J. Agric. Food Chem. 58, 9092e9102.
Cakmak, I., Pfeiffer, W.H., McClafferty, B., 2010a. Biofortiﬁcation of durum wheat
with zinc and iron. Cereal Chem. 87, 10e20.
Cakmak, I., Torun, A., Millet, E., Feldman, M., Fahima, T., Korol, A., Nevo, E.,
Braun, H.J., Özkan, H., 2004b. Triticum dicoccoides: an important genetic
resource for increasing zinc and iron concentration in modern cultivated wheat.
Soil Sci. Plant Nutr. 50, 1047e1054.
Cakmak, O., Ozturk, L., Torun, B., Ozkan, H., Kaya, Z., Cakmak, I., 2001. Tolerance of
65 durum wheat genotypes to zinc deﬁciency in a calcareous soil. J. Plant Nutr.
24, 1831e1847.
Choi, E.Y., Graham, R., Stangoulis, J., 2007. Semi-quantitative analysis for selecting Feand Zn-dense genotypes of staple food crops. J. Food Comp. Anal. 20, 496e505.
Distelfeld, A., Cakmak, I., Peleg, Z., Ozturk, L., Yazici, A.M., Budak, H., 2007. Multiple
QTL-effects of wheat Gpc-B1 locus on grain protein and micronutrient concentrations. Physiol. Plant 129, 635e643.
Erenoglu, E.B., Kutman, U.B., Ceylan, Y., Yildiz, B., Cakmak, I., 2011. Improved nitrogen nutrition enhances root uptake, root-to-shoot translocation and remobilization of Zinc (65Zn) in wheat. New Phytol. 189, 438e448.
Eugene, J., Gawalko, A., Robert, G., Garrett, b., Nowicki, Thomas, W., 2002. Cadmium,
copper, iron, manganese, selenium, and zinc in Canadian spring wheat. Commun. Soil Sci. Plant Anal. 33, 3121e3133.
Feil, B., Fossati, D., 1995. Minerals composition of Triticale grains as related to grain
yield and grain protein. Crop Sci. 35, 1426e1431.

G. Velu et al. / Journal of Cereal Science 59 (2014) 365e372
Ficco, D.B.M., Riefolo, C., Nicastro, G., De Simone, V., Di Gesu, A.M., Beleggia, R.,
Platani, C., Cattivelli, L., De Vita, P., 2009. Phytate and mineral elements concentration in a collection of Italian durum wheat cultivars. Field Crops Res. 111,
235e242.
Genc, Y., Verbyla, A.P., Torun, A.A., Cakmak, I., Willsmore, K., Wallwork, H.,
McDonald, G.K., 2009. Quantitative trait loci analysis of zinc efﬁciency and grain
zinc concentration in wheat using whole genome average interval mapping.
Plant Soil 314, 49e66.
Gomez-Becerra, H.F., Erdem, H., Yazici, A., Tutus, Y., Torun, B., Ozturk, L., Cakmak, I.,
2010b. Grain concentrations of protein and mineral nutrients in a large
collection of spelt wheat grown under different environments. J. Cereal Sci. 52,
342e349.
Gomez-Becerra, H.F., Yazici, A., Ozturk, L., Budak, H., Peleg, Z., Morgounov, A.,
Fahima, T., Saranga, Y., Cakmak, I., 2010a. Genetic variation and environmental
stability of grain mineral nutrient concentrations in Triticum dicoccoides under
ﬁve environments. Euphytica 171, 39e52.
Graham, R.D., Senadhira, D., Beebe, S., Iglesias, C., Monasterio, I., 1999. Breeding for
micronutrient density in edible portions of staple food crops conventional
approaches. Field Crops Res. 60, 57e80.
Graham, R.D., Welch, R.M., Saunders, D.A., Ortiz-Monasterio, I., Bouis, H.E.,
Bonierbale, M., de Haan, S., Burgos, G., Thiele, G., Liria, R., Meisner, C.A.,
Beebe, S.E., Potts, M.J., Kadian, M., Hobbs, P.R., Gupta, R.K., Twomlow, S., 2007.
Nutritious subsistence food systems. Adv. Agronomy 92, 1e74.
Gregorio, G.B., Senadhira, D., Htut, T., Graham, R.D., 2000. Breeding for trace mineral
density in rice. Food Nutr. Bull. 21, 382e386.
Greiner, R., Konietzny, U., 2006. Phytase for food application. Food Technol. Biotech.
44, 125e140.
Grusak, M., 2002. Enhancing mineral content in plant food products. J. Am. Coll.
Nutr. 21, 178Se183S.
Haslett, B.S., Reid, R.J., Rengel, Z., 2001. Zinc mobility in wheat: uptake and distribution of zinc applied to leaves or roots. Ann. Bot 87, 379e386.
Hussain, S., Maqsood, M.A., Rengel, Z., Aziz, T., 2012. Biofortiﬁcation and estimated
human bioavailability of zinc in wheat grains as inﬂuenced by methods of zinc
application. Plant Soil 361, 279e290.
Huynh, B., Palmer, L., Mather, D.E., Wallwork, H., Graham, R.D., Welch, R.M.,
Stangoulis, J.C.R., 2008. Genotypic variation in wheat grain fructan content
revealed by a simpliﬁed HPLC method. J. Cereal Sci. 48, 369e378.
Joshi, A.K., Crossa, I., Arun, B., Chand, R., Trethowan, R., Vargas, M., OrtizMonasterio, I., 2010. Genotype  environment interaction for zinc and iron
concentration of wheat grain in eastern Gangetic plains of India. Field Crops
Res. 116, 268e277.
Karami, M., Afyuni, M., Khoshgoftarmanesh, A.H., Papritz, A., Schulin, D.R., 2009.
Grain zinc, iron, and copper concentrations of wheat grown in Central Iran and
Their Relationships with Soil and Climate Variables. J. Agric. Food Chem. 57,
10876e10882.
Kutman, U.B., Yildiz, B., Ozturk, L., Cakrnak, I., 2010. Biofortiﬁcation of durum wheat
with zinc through soil and foliar applications of nitrogen. Cereal Chem. 87, 1e9.
Kutman, U.B., Yildiz, B., Cakmak, I., 2011. Effect of nitrogen on uptake, remobilization, and partitioning of zinc and iron throughout the development of durum
wheat. Plant Soil 342, 149e164.
Lott, J.N.A., Spitzer, E., 1980. X-ray analysis studies of elements stored in protein
body globid crystals of triticum grains. Plant Physiol 66, 494e499.
Long, J.K., Banziger, M., Smith, M.E., 2004. Diallel analysis of grain iron and zinc
density in southern African-adapted maize inbreds. Crop Sci. 44, 2019e2026.
Lopez, H.W., Krespine, V., Lemaire, A., Coudray, C., Coudray, C.F., Messager, A.,
Demigne, C., Remesy, C., 2003. Wheat variety has a major inﬂuence on mineral
bioavailability, studies in rats. J. Cereal Sci. 37, 257e266.
Monasterio, I., Graham, R.D., 2000. Breeding for trace minerals in wheat. Food Nutr.
Bull. 21, 393e396.
Morgounov, A., Gómez-Becerra, H.F., Abugalieva, A., Dzhunusova, M.,
Yessimbekova, M., Muminjanov, H., Zelenskiy, Y., Ozturk, L., Cakmak, I., 2007.
Iron and zinc grain density in common wheat grown in Central Asia. Euphytica
155, 193e203.
Murata, Y., Ma, J.F., Yamaji, N., Ueno, D., Nomoto, K., Iwashita, T., 2006. A speciﬁc
transporter for iron(III)ephytosiderophore in barley roots. Plant J. 46, 563e
572.
Ortiz, R., Trethowan, R.M., Ortiz Ferrara, G., Iwanaga, M., Dodds, J.H., Crouch, J.H.,
Crossa, J., Braun, H.J., 2007. High yield potential, shuttle breeding and a new
international wheat improvement strategy. Euphytica 157, 365e384.
Ortiz-Monasterio, I., Palacios-Rojas, N., Meng, E., Pixley, K., Trethowan, R., Pena, R.J.,
2007. Enhancing the mineral and vitamin content of wheat and maize through
plant breeding. J. Cereal Sci. 46, 293e307.
Ortiz-Monasterio, I., Trethowan, R., Bach Holm, P., Cakmak, I., Borg, S., Erenoglu, B.,
Tauris, B., Brinch-Pedersen, H., 2010. Breeding, transformation, and physiological strategies for the development of wheat with high zinc and iron grain
concentration. In: Advances in Wheat Breeding, World Wheat II. Academic
press.
Ortiz-Monasterio, I., Trethowan, R., Holm, P.B., Cakmak, I., Borg, S., Tauris, B.E.B.,
Brinch-Pedersen, H., 2011. Breeding, transformation, and physiological strategies for the development of wheat with high zinc and iron grain concentration.
In: Bonjean, A.P., Angus, W.J., Van Ginkel, M. (Eds.), The World Wheat Book,
A History of Wheat Breeding, vol. 2, pp. 951e977.
Oury, F.X., Leenhardt, F., Rémésy, C., Chanliaud, E., Duperrier, B., Balfouriera, F.,
Charmet, G., 2006. Genetic variability and stability of grain magnesium, zinc
and iron concentration in bread wheat. Eur. J. Agron. 25, 177e185.

371

Ozkan, H., Brandolini, A., Torun, A., Altintas, S., Eker, S., Kilian, B., 2006. Natural
variation and identiﬁcation of microelements content in seeds of Einkorn
Wheat (Triticum monococcum). In: Proceedings of the 7th International Wheat
Conference, 27 Novembere2 December 2005, Mar del Plata, Argentina,
pp. 455e462.
Ozturk, L., Yazici, M.A., Yucel, C., Torun, A., Cekic, C., Bagci, A., Ozkan, H., Braun, H.J.,
Sayers, Z., Cakmak, I., 2006. Concentration and localization of zinc during seed
development and germination in wheat. Physiol. Plant 128, 144e152.
Paltridge, N.G., Milham, P.J., Ortiz-Monasterio, J.I., Velu, G., Yasmin, Z., Palmer, L.J.,
Guild, G.E., Stangoulis, J.C.R., 2012. Energy-dispersive X-ray ﬂuorescence spectrometry as a tool for zinc, iron and selenium analysis in whole grain wheat.
Plant Soil 361, 251e260.
Peleg, Z., Saranga, Y., Yazici, A., Fahima, T., Ozturk, L., Cakmak, I., 2008. Grain zinc,
iron and protein concentrations and zinc-efﬁciency in wild emmer wheat under
contrasting irrigation regimes. Plant Soil 306, 57e67.
Peleg, Z., Cakmak, I., Ozturk, L., Yazici, A., Jun, Y., Budak, H., Korol, A.B., Fahima, T.,
Saranga, Y., 2009. Quantitative trait loci conferring grain mineral nutrient
concentrations in durum wheat  wild emmer wheat RIL population. Theor.
Appl. Genet. 119, 353e369.
Peterson, C.J., Johnson, V.A., Mattern, P.J., 1986. Inﬂuence of cultivar and environment on mineral and protein concentrations of wheat ﬂour, bran, and grain.
Cereal Chem. 63, 183e186.
Pfeiffer, W.H., McClafferty, B., 2007. HarvestPlus: breeding crops for better nutrition.
Crop Sci. 47, 88e105.
Pomeranz, Y., 1988. Wheat Chemistry and Technology, vol. 2. American association
of cereal chemists Inc., St.Paul, Minnesota.
Pomeranz, Y., Dikeman, E., 1983. Minerals and protein contents in hard red winter
wheat ﬂours. Cereal Chem. 60, 80e82.
Prentice, A.M., Gershwin, M.E., Schaible, U.E., Keusch, G.T., Victoria, L.G., Gordon, J.I.,
2008. New challenges in studying nutrition disease interactions in the developing world. J. Clin. Invest. 118, 1322e1329.
Prom-u-thai, C., Dell, B., Thomson, G., Rerkssem, B., 2003. Easy and rapid detection
of iron in rice seed. Sci. Asia 29, 314e317.
Ram, S., Verma, A., Sharma, S., 2010. Large variability exits in phytase levels among
Indian wheat varieties and synthetic hexaploids. J. Cereal Sci. 52, 486e490.
Rawat, N., Tiwari, V.K., Neelam, K., Randhawa, G.S., Singh, K., Chhuneja, P.,
Dhaliwal, H.S., 2009a. Development and characterization of wheat-Aegilops
kotschyi amphiploids with high grain iron and zinc. Plant Genet Res. 7, 271e280.
Rawat, N., Tiwari, V.K., Singh, N., Randhawa, G.S., Singh, K., Chhuneja, P., Dhaliwal, H.S.,
2009b. Evaluation and utilization of Aegilops and wild Triticum species for
enhancing iron and zinc content in wheat. Genet. Res. Crop Evol. 56, 53e64.
Rosado, J.L., Hambidge, K.M., Miller, L.V., Garcia, O.P., Westcott, J., Gonzalez, K.,
Conde, J., Hotz, C., Pfeiffer, W., Ortiz-Monasterio, I., Krebs, N.F., 2009. The
quantity of zinc absorbed from wheat in adult women is enhanced by biofortiﬁcation. J. Nutr. 139, 1920e1925.
Scholz-Ahrens, K.E., Schaafsma, G., van den Heuvel, E.G., Schrezenmeir, J., 2001.
Effects of prebiotics on mineral metabolism. Am. J. Clin. Nutr 73, 459e464.
Singh, K., Chhuneja, P., Tiwari, V.K., Rawat, N., Neelam, K., Aggarwal, R., Malik, S.,
Keller, B., Dhaliwal, H.S., 2010. Mapping of QTL for grain iron and zinc content in
diploid A genome wheat and validation of these loci in U and S genomes. In:
Pag Conference, San Diego, USA.
Stewart, C.P., Dewey, K.G., Ashoran, P., 2010. The undernutrition epidemic: an urgent health priority. Lancet 375, 282.
Suzuki, M., Takahashi, M., Tsukamoto, T., Watanabe, S., Matsuhashi, S., Yazaki, J.,
2006. Biosynthesis and secretion of mugineic acid family phytosiderophores in
zinc-deﬁcient barley. Plant J. 48, 85e97.
Tisdale, S.L., Nelson, W.L., 1975. Accounting Principles Fifth Canadian Edition. In:
Soil Fertility and Fertilizer, third ed., vol. 1. McMillan Publishing Company, USA.
Tiwari, V.K., Rawat, N., Chhuneja, P., Neelam, K., Aggarwal, R., Randhawa, G.S.,
Dhaliwal, H.S., Keller, B., Singh, K., 2009. Mapping of quantitative trait loci for
grain iron and zinc concentration in diploid a genome wheat. J. Hered. 100,
771e776.
Trethowan, R.M., 2007. Breeding wheat for high iron and zinc at CIMMYT: state of
the art, challenges and future prospects. In: Proceeding of the 7th International
Wheat Conference. Mar del Plata, Argentina.
Trethowan, R.M., Reynolds, M.P., Ortiz-Monasterio, I., Ortiz, R., 2007. The genetic
basis of Green Revolution in wheat production. Plant Breed Rev. 28, 39e58.
Trethowan, R.M., Reynolds, M.P., Sayre, K.D., Ortiz-Monasterio, I., 2005. Adapting
wheat cultivars to resource conserving farming practices and human nutritional needs. Ann. Appl. Biol. 146, 404e413.
Uauy, C., Distelfeld, A., Fahima, T., Blechl, A., Dubcovsky, J., 2006. A NAC gene
regulating senescence improves grain protein, zinc, and iron content in wheat.
Science 314, 1298e1301.
Velu, G., Bhattacharjee, R., Rai, K.N., Sahrawat, K.L., Longvah, T., 2008. A simple and
rapid screening protocol for grain Zn content in pearl millet. J. SAT Agri. Res. 48,
5e8.
Velu, G., Kulkarni, V.N., Rai, K.N., Muralidharan, V., Longvah, T., Sahrawat, K.L.,
Raveendran, T.S., 2006. A rapid method for screening grain iron content in pearl
millet. Int. Sorghum Millets News. 47, 158e161.
Velu, G., Ortiz-Monasterio, I., Singh, R.P., Payne, T., 2011a. Variation for grain
micronutrients concentration in wheat core-collection accessions of diverse
origin. Asian J. Crop Sci. 3, 43e48.
Velu, G., Singh, R.P., 2013. Biofortiﬁed Wheat: sustainable agricultural approach to
mitigate micronutrient malnutrition. In: Abstract of the International Hidden
Congress, March 6e9, 2013, Stuttgart, Germany.

372

G. Velu et al. / Journal of Cereal Science 59 (2014) 365e372

Velu, G., Singh, R.P., Huerta-Espino, J., Peña, R.J., 2011b. Breeding for enhanced zinc
and iron concentration in CIMMYT spring wheat germplasm. Czech J. Genetics
Plant Breed. 47, S174eS177.
Velu, G., Singh, R.P., Huerta-Espino, J., Peña-Bautista, R.J., Arun, B., MahendruSingh, A., Yaqub Mujahid, M., Sohu, V.S., Mavi, G.S., Crossa, J., Alvarado, G.,
Joshi, A.K., Pfeiffer, W.H., 2012. Performance of biofortiﬁed spring wheat genotypes in target environments for grain zinc and iron concentrations. 2012.
Field Crops Res. 137, 261e267.
Welch, R.M., Graham, R.D., 2004. Breeding for micronutrients in staple food crops
from a human nutrition perspective. J. Exp. Bot. 55, 353e364.
White, P.J., Broadley, M.R., 2009. Biofortiﬁcation of crops with seven mineral elements often lacking in human diets -iron, zinc, copper, calcium, magnesium,
selenium and iodine. New Phytol. 182, 49e84.
WHO, 2012. The World Health Report. World Health Organization, Geneva,
Switzerland.
Xie, W., Nevo, E., 2008. Wild emmer: genetic resources, gene mapping and potential
for wheat improvement. Euphytica 164, 603e614.

Xu, Y.F., An, D.G., Liu, D.C., Zhang, A.M., Xu, H.X., Li, B., 2012. Molecular mapping of
QTLs for grain zinc, iron and protein concentration of wheat across two environments. Field Crops Res. 138, 57e62.
Zarcinas, B.A., Cartwright, B., Spouncer, L.R., 1987. Nitric acid digestion and multielement analysis of plant material by inductively coupled plasma spectrometry. Commun. Soil Sci. Plant Anal. 18, 131e146.
Zhang, Y., Song, Q., Jan, Y., Tang, J., Zhao, R., Zhang, Y., He, Z., Zou, C., OrtizMonasterio, I., 2010. Mineral element concentrations in grains of Chinese
Wheat cultivars. Euphytica 174, 303e313.
Zhao, F.J., Su, Y.H., Dunham, S.J., Rakszegi, M., Bedo, Z., McGrath, S.P., Shewry, P.R.,
2009. Variation in mineral micronutrient concentrations in grain of wheat lines
of diverse origin. J. Cereal Sci. 49, 290e295.
Zou, C.Q., Zhang, Y.Q., Rashid, A., Ram, H., Savasli, E., Arisoy, R.Z., OrtizMonasterio, I., Simunji, S., Wang, Z.H., Sohu, V., Hassan, M., Kaya, Y., Onder, O.,
Lungu, O., Yaqub, M.M., Joshi, A.K., Zelenskiy, Y., Zhang, F.S., Cakmak, I., 2012.
Biofortiﬁcation of wheat with zinc through zinc fertilization in seven countries.
Plant Soil 361, 119e130.

